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oK A AEEE T-CRISPR/Cas945 A [IINDUF S8 K] i b4 1 [ #7(L01745 pLenti-NDUFS8-sgRNA). %75 E¢(L01746 NDUFS8
Knockout Lentivirus). HEK293T4H (101747 NDUFSS Knockout HEK293T Cells). HEK293TREFR 4 FIRTPAZLARR (L01748
NDUFS8 Knockout HEK293T RIPA Lysate). HEK293Tia [ 4H ffd (1) Trizol 22 fif i (L01749 NDUFS8 Knockout HEK293T Trizol
Lysate)55 /™ i, FATE7E 25 22 R 0t 25 100 B 57 it ) D0 o AR L 7™ i
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NDUFSS8 4728 BC119754 NM_002496
About the gene
Official Symbol NDUFSS
Previous Symbol -
Official Full Name | NADH:ubiquinone oxidoreductase core subunit S8
Synonyms TYKY; CI-23k
Location 11q13.2
Gene Type protein-coding gene
Uniprot ID 000217
Pathway/Library Cancer Target Genes Library
This gene encodes a subunit of mitochondrial NADH:ubiquinone oxidoreductase, or Complex I, a
multimeric enzyme of the respiratory chain responsible for NADH oxidation, ubiquinone reduction, and
Gene Summary the ejection of protons from mitochondria. The encoded protein is involved in the binding of two of the six
to eight iron-sulfur clusters of Complex I and, as such, is required in the electron transfer process.
Mutations in this gene have been associated with Leigh syndrome.
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a. ANHEK293T CellsJy[Fi} 2 H A% K sgRNA . Cas9Fpuromycindii I (1857 2 Ji e 3+ 25 puromycin i e FI T7TELS € 1 £ 7
FEHEK 293 T4 .

b. AHMLSRIEEM R R IEAERT TR H R B SR R e iy X R A MR A7 (oK) — /NN BE 35 77 1 48 g
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g AR FFRCAIDMEM (high glucose)+10% FBS. & 7EH5 IR I IE £ 75 35 2 -5 5 2 VA T LABH 10 mT R PRI 4 4 75 4,
W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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